Theoretical studies suggest that mechanisms underlying habitat and population structure are important for shaping inter-and intraspecific variation in dispersal behaviour. Empirical evidence, especially in organisms living in spatially structured populations, however, is scarce. We investigated the relation between habitat configuration (patch size, connectivity) and dispersal by studying variation in tiptoe behaviour in the dune wolf spider, Pardosa monticola, under standardized laboratory conditions. Tiptoe behaviour prepares spiderlings for ballooning and can hence be considered as a precursor of aerial dispersal. The proportion of individuals that displayed tiptoe behaviour was highest in offspring from grasslands in a large dune landscape where habitat was continuously available, intermediate in offspring originating from a fragmented landscape, and lowest in offspring originating from a small and extremely isolated grassland patch. At the level of the fragmented landscape, variation was related to size and connectivity of four subpopulations. Both between and within landscapes, maternal condition had no effect on offspring dispersal. These results indicate that changes in habitat configuration from a large, connected landscape towards a small, fragmented one may lead to a decrease in dispersal rates, even at small spatial scales. Hence, behavioural traits narrowly linked to dispersal evolve towards less mobile phenotypes in small, isolated habitats, indicating high dispersal costs and low efficacy for gene flow in a spider species restricted to fragmented habitats.
Theoretical and empirical studies suggest that dispersal, that is, one-way movements to breeding locations away from the place of birth (Dingle 1996) , is favoured by natural selection through kin competition, inbreeding avoidance and temporal variability in habitat quality, and counterselected by stable environmental heterogeneity and niche specialization (reviewed in Clobert et al. 2001; Bullock et al. 2002) . However, these relations have mainly been derived from studies on active dispersers, that is, organisms that control the direction and/or distance of dispersal, such as most vertebrate species (e.g. Greenwood et al. 1978; Ims 1990; Sorci et al. 1994; Negro et al. 1997; Massot & Clobert 2000) and winged invertebrates (e.g. Den Boer 1970; Roff 1997; Komonen et al. 2004 ). Unlike winged arthropods, spiders (Araneae) and mites (Acaridae) often perform aerial dispersal in a predominantly uncontrolled mode (e.g. Weyman 1993; Weyman et al. 2002) , thereby entering suitable habitats largely by chance (Bell et al. 2005 ).
Under such conditions, average costs of dispersal can be expected to be high and natural selection can be expected to favour philopatry, particularly under high levels of habitat specialization (Den Boer 1970; With et al. 1997; Bonte et al. 2003d ) and/or habitat isolation (Southwood 1962; With et al. 1997; Dieckmann et al. 1999) .
Whereas population and quantitative genetic studies have demonstrated extensive geographical adaptive variation in nonbehavioural traits (Foster 1999) , evolutionary studies on geographical variation in behavioural traits are still scarce. Nevertheless, such studies offer the best hope for dissecting behavioural adaptations (Arnold 1992; Foster 1999) because geographical variation in behaviour may evolve over relatively short time frames (Riechert 1999) . At present, the genetic component underlying aerial dispersal in wingless arthropods is poorly known, but the presence of genetic variation has been documented in mites (Li & Margolies 1993 , 1994 and spiders (Bonte et al. 2003b) . Selection for aerial dispersal has been reported for species occupying rare habitats (but not unstable or predictable ones; Richter 1970) and for generalist species (Bonte et al. 2003d) . In anemochorous plants, habitat isolation selects against dispersal-related seed traits
